Bl EEBREX THFEMEEME (ARESIEER)] WMEHSE
S I FEESREIMA]
S35 6 H 3 0 HEE

HESES : 12601

IR EHAR - FR 2 SEE~TM2EE

FEEES : 4804

HREEE (X)) HEBNICEOICER DT FIVEED R T LOREHIEAE

HZefEiE 4 (&) Integrative understanding of biological signaling networks based on mathematical
science

MR ERE

Kl BEE (TAKEKAWA Mutsuhiro)
RIEKE - ERZHRER - &

HEEHS : 30322332

RITRELRE FEEBRELHRE2AK) - (EEEE) 1,022, 900,000 M

SRR DR

AR T, BOH - fFlE 78 & AR R s D AMAIERE LT, R EERmAmE S5
FZED VT FIREOHIE & ORGHEN b T2 O TR BIIEME 2 R 5 L ki, B o
FRFNC TSN TIERIF IS )T D72 702 W7 - IRIRIEBAR ~IOH - B S ¥ 554 BRI 2 21T
Lz, F7o, MBSE %2 TR L, AmEehl iR BInm o L R 5 BE S T2 i3 2 8- 72
AT REfRITELGR - HRIN 2 T A FE L HiR L7z, SEROEE 28 LT, RN T E L- R
Oy B IHEHE R S B A ICHERE L. SEIRAN T IO SLFBFZE N T O R R, - AR E
D ELEPRENE & AR BRI TREBRICHEAR U T, FEERITEPRAEY 70 O e & LT, NF«B
X0 MAPK #R & & 4R 6D & 95 2 R IEMBERKE-OA MBS, BICITE-CRERFEORBICKT 5
AP OEEE T VPR S5 & IS BN 2 O Fi7 e filil &2 R 35, 4 87 hom
WECEN S8 DTz, £, RO 7 FIVARER O BRSERE OfEIH &) ) Bz v
TH, FHBEA LR - B =57 ORE, OPTN Z85C K 5 i) ZEfE M SR AL AE F6 e A
DOFEH, Y R~ A ROMEEFEEFHEEEORE, AP OMmIcBIT2F vy X —EB ok
REMRIASE, MBS0 B OARE BRI IE N D R 21572, I TS HAMZE - EHIBROmE T
b, B o a T U A L ARG O[RIE & 46 | FINIOME O 278 B FREM e A % R &
BT HRENEER SN TEY . ZO—IXERRBRICE CRE L, TICHR - BIRBRFRE
WZBWTH, N7 Uy RUIalb—a U EE2AD ETHRIBEEROMBO, v~V TFAI 7 R
FENTIZA A7 BT S O, & b 2 TR BET LA OERMb, JIKFRICT 7 F ki
RRE S E (LA OBRR R L IWHMEO B A 2B S D, B bR L7z, 2
AL OMFZEIEENC LV | FHIREERT Ny 7Y v —F A2 ZHE T 600 L EOFR LA R LT,
W08« o AW, BEERY:. a7 A7 A, JREELS. HiEEYT:

XF—U— R VI FUEE, BEAEYT, EMEWREIE. 4 7 AT

1. #FZERaE Y FI D 5

AATEREN DI L 72 DN O S 7T IUREIZB W TR FHROmNN, & 7 FniEsy+ O
RIRERT, o FEMEEER, REEl, B0 EO—HEO AP K > TRZE I
FREIZHIE SN TREY , 2RI L > THERIBER Yy U= BRI T\ 5, MES OFFTHEIR
DHEHIZ L > T, EERNO > 7 FIVAREIL, EMEAL - RIEMALIZ L 5 Bfl72 —REIE I BROE TiE
2, 74— FN\w IR/ v A N0 EEEUEMR SRS TH Y . ZOSENDE)
BRSO Z 203, AEMERERIE ORFERIA W =X L THHZ ERHLMIENTE 2, L)
L. YT T IREY AT AOHIBEHEIIIRIEAIA R il Z < kI Tnb, EERNY 7
RiER Y 8T —27ICBT 2 280D i A SR U, A MIERE T O ARE & JfE 9 5121%,
HITRPER D T EWFRTIEORLTIIRARETH Y, 7 I riEa e LTEx, a vy
2 — X —ZHNTEOHRIEDET Wbz X5 BB FH TFEOBEARLERRIRTH D,
T BEETNVOREEZED, AMBERE LD EMICTIIT2V 2 b—y a U EFE ST

1




DITIE, I FHCREROF LA I 7 ZAITEA ., 504 A= v 78, oo+ FR A A2
Br - B 72 & AR e 2 AL, 2o OFERNOHLNTZHRERRERE . P
B & AmB AR S L CHNSIER T 2 LERH 5, B - AmBATEIC B T 2%
HPEOHEENE - MR E D — T WAEICB W TIKERF & AmP R W o = 2
== a VIEREAT I THD LI,

2. WHEOHEP
ATEIN RIS I, BB AR B L OV EMBL SR OB (1AW - ERE BIEAEY T,
TaTAI T A AEWA A=V TE) OMBRENERNCEE L, VTV RER Y T —2
DEAF I AL ZOFHIEREZ R LT, Amrethl il o AR 2 7% & o, 2ok
FED b 72 & R BIAEMAE 2 ORISR X TS IS (BB 7)) 2RI T 5, %
o WHFEFFICRBOZE LW, I 7 AT, B FA A= T I Frd— BIO
BORB 73 B O F 7o I8l - Fikim A RMmeI 8 A LT 1928 & T3 Z2@Ea sS85 2 & T,
BOHRFRNT OFE L 2 FREEDI A L &8, MISE 2 EREIC TR L, B mee sl -Cm IR ok b
72 B IS IS 2 BT e AR RERRAT HAN - PRER A NI T D,

3. WDk
AR CIEAEME VAT A E LTI A, 0 FAEWFERRITIC L 5 EZBRIFE &80T 7 a—F
\Z K DHGRAFZE 2 MBS S B CRFgE 2 HEE L7, 72, AR 2RISR D4 I 7 A
FENT . S A I K DR L L TO o T RRIFEAEAE AT, (L& 2 FIH L TE RIS EO R
ZEMIRE R BIEICERD 7 L IV, Fu =D Tk E ARSI EA U, SERARTS E DR
H 7R EE B Lo, &0l RBECHEEME T bR A RIS, BE T WA O
SERCHE R AR 2 N TR L~ CORRMT 2 i U C, SRR & OB 2 M7 U, HrHLIARIER %
RAFEA~DIGH « R 7o, MREZDFERLSBATLTCIN G O BEEZZERT D708, AREK
TIZLA N ORI H 238 LTz, (A01) BERRAT 2 B8 L7= o T o 7 AR EERAT |
(A02) HFLETNMEFE L V2 2 L— 3 I L D AMEERER RS O FLfR & I, (A03) ZEfK
WY 7 F ARERAT - E BRI OB,

4. WFFEDRR
(1) TEHH A0L : BHERMNT 2 Hig L7720y AW Fr Y 7 F VAR ZEfRMT
AO1 BECIE A02/03 BE & i LoD, T FAW R/ MEEAEW N TEEZ AV TRIO Y 7L
fRZERIEIBERE & P B ERRAS 2 AR U IR BE RIS ) 72 I A ZE A~ R S ¥ % 4 B AZICAFSE
DT, ZORER. 2 < OFHAMBEREIEIE A [FE 3 2 FICKhT 2 & o, EatERE
DF 1= 722 W AR IE T BN D BE A DG LT,

FONFE (5348 - G/ BEBF) 13 MAPK #%58 & t D ST 2 e 6b 7=, p38/JNK #REZICEA L T, Rk
WO A b L A& L p38/INK DIEMALZE  Fil-7r e MBELA RV A « B —L LT,
MTK1 Z[FIETHHEICHKII L, BICZOFHRY 7 FIVEEERED, RIRREEIC L > THESH
HBEAN—Z R L TRV, RIE/EREREICEHE R IL-6 OEAICNHATHLFL R LI,
F7o. INK 7 FARES T ORFZERIHIE A . A B b 2RI D KD A A > FHRISE &8
i EmpkiER s Ch L FAMHA Lz, Zofth, A ML RAIRE Y 7TV 1 MATE
K> LRRC8 DAIEHIHEAE DM, A b L AR RBRE 1 K D iR ZE MR SRR ERS IS DI 72 & D
RENE SN, —J5, ERCRIEICEA L Tk, £9 ERK OIEM L2782 VY RATZ 7y F Vv
P2 IR LPA6 D U 77 REBilHRE 2 R U=, F724 I 7 Ao~ 5 ERK OFHLE T2
BIRIET HFICHIIT 5 &z, 2O—>TH D MCRIP1 s Tkt~ 7 A & 37 LT, MCRIP1
Dt —77 7 % NOBBUIKATH S F %2 R L7c, BIZ ERK (KAFRNCRELT o8I
DO RBFEAIFRIT > DR OBW ~ — B —CWRIFEN & 72 W 5 5B OISR T2 FE LTz, £72
FABAZE T B, 0-GleNAc fb B BB E BALEN, ML pH Z /a3 21660, Fillr ) Ltk
V=)V T F AR SARAFRC R S S AR T 0 — T OB 2 < OB G LT,

FE BFE (O34 k) 12, 2 B F o (Ub) (Eff & NF-«B #IE A WF xS & LTtz ten -, v
A NVAREGYE & OBIEIZ OV TR, HTLVL IZ L B R@IC, WIKEBE TAX 240 L7 K63-Ub $5 &
ELHUR M) -Ub 5D A TV REHBRAMNETH D FE MR THD ORLE, 72, #iflan
T AN AREGI o TRE Z SRR S 2 E LT A I L, 2 s W T 7 3 CovID-
19 [Tk 2 VBB &L R D FEER A LT, ZOFRAITESWOTHIE, BIRRBRAEMm I T
W5, RREMRE L OBEIZOWTIE, A7 F==2—1 > (0PTN) 25 M1-Ub 4 & A& L T NF«B

2



DIEMEAL & AR RIE 2 BAE T 2 1EH 2 FF o350, OPIN A HIZ X % Z OfffE 2 i ZEhE A S8 (L
JEDJRK & 72 2 F AW ST LT, Fo, SEGIENCI T 2%ENCBI L TR, RIE/AREISEIC
HHE 7 DDX41 35 KON cGAMP Z3 il s O - REE B <°, T AIARREERAY CBM AR 7 iz &
% NF-«B {EMALERE 2 i U7z, 8 & OBIEIZOWTIE, NF-kB OB TEMALY, L D RIE
FEESIE OMERE, B BRI b % 5 5 rREMEZ R L7z, F£72. LUBAC OFi#l
PHEAZRE L. BMIKRY BRI T DIRE Y — X LTHE Th LI F AR LI,

(2) THH A02 : HLETF WAER L O 3 2 L—3 3 T & DA sReHI s o #ifg & T
A02 BECIE A0L/03 BE &3 LT, v/ MBREA BT T L Chtal L, R ABRIESARIGE D
BL D0 ENT 2 &, BEMITOM -2 HiEwmARE T 0 FEL AN L L THE L &
B L7z, ZOfEE, AMBIGCWE A AL L, KB R Yy 7 28 & 387z 2 Bl OB
ERENLT D7 L, RERERBE LN,

ERBECIE, EmBiG OB I BT D BERIFSE - HANBAR 21TV, FERTHE O %
NEME U, RS ORFZERENIE 2 RIS T U > 79 5 FIESC, ot 2 AV CERED
F—H =T GEET D HEERRRE Lz, 70, ARISEICET 537 A =2 2 ZHMBICHEEL ., &
PN S DI A S L7e, IS, BN ERH/ER E2EME LT, vV F R —LE
TN EERIEEDORL EEMAADLEIANA TV v Ry ab—va UiEEL L, kL~
TCTOAEMBRZHIRT 2 FEEZB L-, AT, FHREFEE AV CE 2 oMo S E M oE
WEITARY T HFEEML L, ZHVAETEH LT ORIERENE & 2 OfilEkE2 R L,
F 7o pEI PN S R 2R & BRI HEE L. NF-«B RRES. T HUIEER A CBM &R /v, A b L
ZNZKET DAEMBD A A FHRISE, B O HUR ARG, MO &M R T K7 X & g
LEREAS 72 SIZ BT 2 BBRENT 2T\ O 2 B 5 M2 L7, B2, Hippo #2H/NFAT #&# /LARK
TR /mTOR #R#8 72 & 2D > 7T IR ERIKIC BT 2 W OBBE T V2R T 2 FITkEh Lz,

IARHBETIEA A Y U-AKT > 7 FMZEBR L, IR~V TOS VT F I 7 AT & F
ETNEME DTN 2 6 L, A A Y AEROBEIEENT Tl ARNO RS A A
VRN — o BT AME OFEBRTFIEEZHE LT, 7y MEEER WA I 7 RS L O
BHERNT 2 i L, A A Y MR H — U DIEWS, Bie D U 7 VARERR I O BRITE
MALZES EE2ER LT, £ HHI I 2 L—Taronb, FERFOREIZA VAV 5w
B BN ET 5 HEE R LT, UL VE UER 2R L~V CEELE T UL LT TR
DL 7x Tz, —J . AmBIG A RN 2 16 @/ Bam OB b7V, Bl —Olifias 7 b 2
Bl LA— LT — 2 ERUGT A FEEZMBET LRI, NT AT YT h—L BB T 0T
—LEBE VU IVRES in silico THBET 5 HMEL AT EIN 2 fexs U7z, E 72 58K
WILFEFEGHEE L BABEDA BTV h—»5 « F— 205 BT 5 RIS ERE A+ 5%
EtET VORI 7L a2 —ARFHC G 2 5 HBOMA L & ORR 21572,

(3) IHH A03 : RN Y 7T IARTEFRNT - & BT oo Bl %

AO3 BETIX, A 7 AEMT. TR EIER, A A=Y U FIrEiNEZEET 5 LR, Zh
5 O HAT HAE % Bl S TR D > T T IVREE Sy -0 Ol & fR B 9~ 5 % BAZITHFSE % HE
L=, ZORE. FZLENICEET 22HOBENE SN,

TRIGEECIL, A% Lo AR D = A X \MEAE SRR Z BB ST T, EAERH
FHEAEH ORBRERIFENT &2 ATRE & 3 2 Fridi oBiss & | 2 OIS AT 2 HEde U 7=, KIS 1[I
AAERMNT I, BBV AT A2 Wt b2 HFEREOMEN 7 27 A 2«7 LA (20K-HUPA)
Hoifr 2 st U TR AE Sy T O KRB EERENT 217 572, £3. VU F<A R (thal) Z&RK
CRBN & #EE 545 DMEFRAIMNT 72 5 . thal OIERTEMEN, BB+ PLZF/SALL4 OREREBHLE (2
HEAL LD THHHEAEFEAT DT, CRBN-PLZF/SALL4 8 AR DOREERIAT 21T > T, BIWEMH O
VN thal 8RB O G IEEZ R LT, ETMEMEABEO T 0T A v « T VAL, Fry
VX —E TAGK 23 E3 U F—E GARU %V VBt T 5T, XL U USROS % il L T
WHREHA LT, ZOMEICLEY | eI Fayr - U U EOBERSFCHIO TR
Sz, BIZUb U A —8 MIB2 23 CYLD D53 fif 2 T NF-«B fR & 2 Hili 3 2 F, £7=2 Dk
HE DS FEHENE FAEAREAE O R & 72 5 F 2R L=, —J5C, #iiz7es 1 MM EAER AT EIR O B
BTV, FBUEBRANE B4 T AUEER OB RS, FURTERIED R BT > A 7 A Offer, EH
ERERNCA A2 e b =72 OB 2 L, WA S OIS 258G ST,

FRILBETIX, MIREER Y v 7 4 — MMENTHEIT A TG L, KB — & 7> & A B RE il o g
EIR By E AR D AE AT AN OB 24T o 1=, BIRREERT D 7 v 7 4 — AT TiE, Ubfk

3



KOT £ F L (A) KT U T EPRIERT~ 7T N & @R E D w SRS 3 2 ik & g s
L\B@ﬁ®ﬁ%@%%w(kﬁﬁ%kﬂﬂﬁ¢7ET?~AMW%%MLRO%@ﬁ%\ﬁ
9OOTEYH DB PUE M ERAL AR T~ D TP T % LT, BT X/ BRI E TR RIBL 51 3 g
R%KM%éhf“é%%%ﬁbkoﬁt@v?%me%ﬁ&m®%%fi\ﬁﬁﬁﬁ%UV
b7 o7 =7 =206, MlANTEE TV e — Vs —8 /EM O % in
silicoCHERT DEMINT 77 v b7+ — Lz L. 2 FRMEER R Y U —27 2%
)« MERERDIC[RE L TRl b 28 2 R G AT R A LT, £7o, ThooFEZEML
T HELE L, . T A VARG, SRR, A b L RIS R IR D FIRR R E A SR
SOl & MR L7,

(4) AOI-03DANEERFFEICBNTH, Fln R 7Y O3 AL F O LR O, B
7V A UABEESR DR L, HIV- 1YL ¥R CCRS D gk DR, 77 /) > U F RO Y
H v RS . mTORCI DORERER K OWE &R, 14-3-31C X D HsEH|fH ., TLR/UNCI3B1 D 1E Ik
1. HippofR#& DOHIE, 47 ERENE DR . R E RGN FE OB, 7 he— & 2
JES Y THBEOBEETE T L, Notchy 7 /L ORE G, HesTERBIEMEBNRED W A A —T 7
EORFS, AN TEEOERE Z /b 528 7 ~VEORF, —Mifa=v 7 7 25HAE:
ITChILIE DL 72 & B DO WBFERCER D 285G iz,

5 ERERMLE (REEEET) (620 W HHP, TR TEGA.)

Matsushita M, Nakamura T, Moriizumi H, Miki H, and *Takekawa M. Stress-responsive MTK1 SAPKKK serves as a redox
sensor that mediates delayed and sustained activation of SAPKs by oxidative stress. Science Adv 6:eaay9778 (2020)

2. Yamaguchi S, Oe A, Nishida KM, Yamashita K, Kajiya A, Hirano S, Matsumoto N, Dohmae N, Ishitani R, Saito K, Siomi H,
Nishimasu H, Siomi MC, *Nureki O. Crystal structure of Drosophila Piwi. Nat Commun. 11(1):858 (2020)

3. Yamamoto M, Kiso M, Sakai Y,Horimoto K, Imai M, Takeda M, Kinoshita N, Ohmagari N, Gohda J, Semba K, Matsuda Z,

Kawaguchi Y, Kawaoka Y. and *Inoue J. The anticoagulant nafamostat potently inhibits SARS-CoV-2 S protein-mediated fusion

in a cell fusion assay system and viral infection in vitro in a cell-type-dependent manner. Viruses 12, 629, (2020)

Akichika S, Hirano S, Shichino Y, Suzuki T, Nishimasu H, Ishitani R, Sugita A, Hirose Y, Iwasaki S, *Nureki O, Suzuki T. Cap-

specific terminal N6-methylation of RNA by an RNA polymerase [I-associated methyltransferase. Science 363:eaav0080 (2019)

Weng JS, Nakamura T, Moriizumi H, Takano H, Yao R, and *Takekawa M. MCRIP1 promotes the expression of lung-surfactant

proteins in mice by disrupting epigenetic gene silencing. Commun Biol. 2:227 doi:10.1038/s42003-019-0478-3 (2019)

Hirano S, Abudayyeh OO, Gootenberg JS, Horii T, Ishitani R, Hatada I, Zhang F, Nishimasu H, *Nureki O. Structural basis for

the promiscuous PAM recognition by Corynebacterium diphtheriae Cas9. Nat Commun.10, 1968 (2019)

7. Yamamoto M, Abe C, Taguchi Y, Ishikawa K, Fujimoto J, Semba K, Akiyama T and *Inoue J {154 . TRAF6 maintains mammary
stem cells and promotes pregnancy-induced mammary epithelial cell expansion. Commun Biol 2, 292 (2019)

Kato K, Nishimasu H, Oikawa D, Hirano S, Hirano H, Kasuya G, Ishitani R, Tokunaga F, and *Nureki, O. Structural insights into
c¢GAMP degradation by Ecto-nucleotide pyrophosphatase phosphodiesterase 1. Nat Commun. 9, 4424 (2018).

9. Nishimasu H, Shi X, Ishiguro S, Gao L, Hirano S, Okazaki S, Noda T, Mori H, Oura S, Holmes B, Tanaka M, Seki M, Hirano H,
Ishitani R, *Nureki Offf.54: . Engineered CRISPR-Cas9 nuclease with expanded targeting space. Science 36, 1259-1262 (2018)

10. Kasuya G, Nakane T, Yokoyama T, Jia Y, Inoue M, Watanabe K, Nakamura R, Nishizawa T, Kusakizako T, Tsutsumi A, Dohmae
N, Hattori M, Ichijo H, Yan Z, Kikkawa M, Shirouzu M, Ishitani R, and *Nureki O. Cryo-EM structures of the human volume-
regulated anion channel LRRCS8. Nat Struct Mol Biol. 25, 797-804 (2018)

11. Taniguchi R, Inoue A, Sayama M, Uwamizu A, Kato E, Nakada Y, Otani Y, Nishizawa T, Ohwada T, Ishitani R, *Aoki J, *Nureki
O fti444. Structural insights into ligand recognition by the lysophosphatidic acid R LPA,. Nature 548, 356-360 (2017)

12. Yamada M, Watanabe Y, Gootenberg JS, Hirano H, Ran FA, Nakane T, Ishitani R, Zhang F, *Nishimasu H, *Nureki O. Crystal
Structure of the minimal Cas9 from C. jejuni reveals the diversity in the CRISPR-Cas9 Systems. Mol Cell 65, 1109-1121 (2017)

13. Shibata Y, Tokunaga F, Goto E, Komatsu G, Gohda J, Saeki Y, Tanaka K, Takahashi H, Sawasaki T, Inoue S, Oshiumi H, Seya T,
Nakano H, Tanaka Y, Iwai K and *Inoue J. HTLV-1 Tax Induces Formation of the Active Macromolecular IKK Complex by
Generatlng Lys63- and Metl-Linked Hybrid Polyubiquitin Chains. PLoS Pathog 13(1):e1006162 (2017).

14. Yamano T, Zetsche B, Ishitani R, Zhang F, Nishimasu H, *Nureki O. Structural Basis for the Canonical and Non-canonical PAM
Recognition by CRISPR-Cpfl. Mol Cell 67 633-645 (2017)

15. Matsumoto N, *Nishimasu H, Sakakibara K, Nishida KM, Hirano T, Ishitani R, Siomi H, *Siomi MC, *Nureki O. Crystal
Structure of Silkworm PIWI-Clade Argonaute Siwi Bound to piRNA. Cell 167, 484-497 (2016)

16. Nakazawa S, Oikawa D, Ishii R, Ayaki T, Takahashi H, Takeda H, Ishitani R, Kamei K, Takeyoshi I, Kawakami H, Iwai K, Hatada
I, Sawasaki T, *Ito H, *Nureki O, *Tokunaga F. Linear-Ub is involved in pathogenesis of optineurin-associated amyotrophic
lateral sclerosis. Nat Commun. 7, 12547 (2016)

17. Tsuchiya H, Doki S, Takemoto M, Ikuta T, Higuchi T, Fukui K, Usuda Y, Tabuchi E, Nishizawa T, Ito K, Dohmae N, *Ishitani R,
*Nureki O fitl 2 4. Structural basis for amino acid export by DMT superfamily transporter YddG. Nature 534, 417-420 (2016)

18. Yamano T, Nishimasu H, Zetsche B, Hirano H, Slaymaker IM, Li Y, Fedorova I, Nakane T, Makarova KS, Koonin EV, Ishitani
R, *Zhang F, *Nureki O. Crystal Structure of Cpﬂ in Comp]ex with Guide RNA and Target DNA. Cell 165, 949-962 (2016)

19. leano H, Gootenberg JS, Horii T, Abudayyeh OO, Kimura M, Hsu PD, Nakane T, Ishitani R, Hatada I, Zhang F, *Nishimasu H,
*Nureki O. Structure and Engineering of Francisella novicida Cas9. Cell 164, 950-961 (2016)

20. Ishida H, Asami J, Zhang Z, Nishizawa T, Shigematsu H, *Ohto U, & *Shimizu T. Cryo-EM structures of Toll-like receptors in
complex with UNC93B1. Nat Struct Mol Biol 28, 173—180 (2021).

21. Honda S, Eusebio-Cope A, Miyashita S, Yokoyama A, Aulia A, Shahi S, Kondo H, *Suzuki N. Establishment of Neurospora
crassa as a model organism for fungal virology. Nat Commun. 11, 5627 (2020)

22. lkuta T, *Shihoya W, Sugiura M, Yoshida K, Watari M, Tokano T, Yamashita K, Katayama K, Tsunoda SP, Uchihashi T, *Kandori
H and *Nureki O. Structural insights into the mechanism of rthodopsin phosphodiesterase. Nat Commun. 5605 (2020)

23. Fuseya Y, Fujita H, Kim M, Ohtake F, Nishide A, Sasaki K, Sacki Y, Tanaka K, Takahashi R, Iwai K, The HOIL-1L ligase
modulates immune signalling and cell death via monoubiquitination of LUBAC. Nat Cell Biol, 22(6):663-73 (2020)

24. Imai S, Yokomizo T, Kofuku Y, Shiraishi Y, Ueda T. *Shimada, I. Structural equilibrium underlying ligand-dependent activation
of Bo- adrenoreceptor 'Nat Chem Biol. 16, 430-439 (2020).

25. *Tojo S, Zhang Z, Matui H, Tahara M, lkeguchi M, Kochi M, Kamada M, Shigematsu H, Tsutsumi A, Adachi N, Shibata T,
Yamamoto M, Kikkawa M, Senda T, Isobe Y, *Ohto U & *Shimizu T. Structural analysis reveals TLR7 dynamics underlying
antagonism. Nat Commun. 11, 5204 (2020).

26. Inoue K, Del Carmen Marin M., Tomida S, Nakamura R, Nakajima Y, Olivucci M and *Kandori H. Red-shifting mutation of
light-driven sodium-pump rhodopsin. Nat Commun. 10, 1993 (2019)

27. Shihoya W, Inoue K, Singh M, Konno M, Mizutori R, Tomida S, Yamauchi Y, Tsunoda SP, Shibata M, Furutani Y, Pushkarev A,
Béja O, Uchihashi T, *Kandori H and *Nureki O.fi1 9 44 Crystal structure of heliorhodopsin. Nature 574, 132-136 (2019).

28. Kano H, Toyama Y, Imai S, Iwahashi Y, Mase Y, Yokogawa M, Osawa M, *Shimada I. Structural mechanism underlying G protein
family-specific regulation of G protein-gated inwardly rectifying potassium channel Nat Commun. 10, 1-13 (2019).

4

o o &




29.
30.
3L
32.
33.
34.
35.
36.
37.
38.
39.
40.
41.
42.
43.
44,
45.
46.
47.
48.

49.
50.

51
52.
53.
54.
55.
56.
57.
58.
59.
60.
61.
62.
63.
64.

65.
66.
67.
68.

69.
70.
71.
72.
73.

*Ohto U, Ishida H, Shibata T, Sato R, Miyake K and *Shimizu T. Two DNA binding sites on Toll-like receptor 9 function
cooperatively in receptor activation. Immunity 48, 649-658 (2018)

Hisamoto N, Tsuge A, Pastuhov SI, Shimizu T, Hanafusa H, *Matsumoto K. Phosphatidylserine exposure mediated by ABC
transporter activates the integrin signaling pathway promoting axon regeneration. Nat Commun. 9, 3099 (2018)

Matsumoto M, Matsuzaki F, Oshikawa K, Goshima N, Mori M, Ogawa K, Fukuda E, Nakayama K and *Nakayama K.I. A large-
scale targeted proteomics assay resource based on an in vitro human proteome.ftt. 7 44 1 %% E Nat Method 14, 251-258 (2017)
Miyamura N, Hata S, Itoh T, Tanaka M, Nishio M, Itoh M, Ogawa Y, Terai S, Sakaida I, Suzuki A, Miyajima A and *Nishina H.
YAP determines the cell fate of injured mouse hepatocytes in vivo. Nat Commun. 8, 16017 (2017)

Yonehara R, Nada S, Nakai T, Nakai M, Kitamura A, Li S, Standley DM, Yamashita E, Nakagawa A, and *Okada M.l 3 44
Structural basis for the assembly of the Ragulator-Rag GTPase complex. Nat Commun. 8, 1625 (2017)

Matsumoto A, Pasut A, Matsumoto M, Yamashita R, Fung J, Nakayama K1 and Clohessy JG. and *Pandolfi PP {1 2 44 3 Z& H.
mTORC1 and muscle regeneration are regulated by the LINC00961-encoded SPAR polypeptide. Nature 541, 228-232 (2017)
Sakurai S, *Shimizu T, and *Ohto U. The crystal structure of the AhRR-ARNT heterodimer reveals the structural basis of the
repression of AhR-mediated transcription. JBC. 292, 17609-17616 (2017)

Latos. E and *Suzuki T, Mass conservative reaction diffusion systems describing cell polarity, Math Meth Appl Sci. 44, 5974-
5988(2021)

Kokaji T, Eto M, Kubota H, Matsumoto M, Nakayama K, Soga T, and *Kuroda Sftf11544. Transomics analysis reveals allosteric
and gene regulation axes for altered hepatic glucose-responsive metabolism in obesity. Science Signal, Vol. 13(660), (2020)
*Hatanaka N, Seki T, Inoue J, Tero A and Suzuki T. Critical roles of IkBo and RelA phosphorylation in transitional oscillation in
NF-«B signaling module. J Theor Biol 462,479-489 (2019)

*Ito T, Kumagai Y, Itano K, Maruyama T, Tamura K, Kawasaki S, Suzuki T and Murakami Y. Mathematical analysis of gefitinib
resistance of lung adenocarcinoma caused by MET amphﬁcatlon BBRC 511, 101-121 (2019)

*Suzuki T, Pierre M & Yamada Y. Dissipative reaction diffusion systems with quadratlc growth. Ind U Math J 68.291-322 (2019)
*Suzuki T, Kobayashi M and Yamada Y. Lotka-Volterra systems with periodic orbits. Funkcialaj Ekvacioj 62, 129-155 (2019)
Ohigashi I,Tanaka Y, Matsushita Y, Uda S, Motosugi R, Kubota H, Murata S, Tanaka K, Katagiri T, Kosako H and *Takahama
Y164 . Trans-omics Impact of Thymoproteasome in Cortical Thymic Epithelial Cells. Cell Rep 29, 2901-2916 (2019)
*Kubota H, Uda S, Matsuzaki F, Yamauchi Y, and *Kuroda S. In vivo decoding mechanisms of the temporal patterns of blood
insulin by the insulin-AKT pathway in the liver. Cell Systems 7, 118-128 (2018)

*Suzuki T and Sasaki T. Asymptotic behaviour of the solution to a virus dynamics model with diffusion. DCDS-B, ABNS 23(2),
525-541 (2018)

*Suzuki T, Pierre M and Umakoshi H.  Global-in-time behavior of weak solution to reaction diffusion system with
inhomogeneous Dirichlet boundary condition. Nonlinear Anal TMA 159, 393-407 (2017)

Kawasaki S, Minerva D, Itano K and *Suzuki T. Finding solvable units of variables in nonlinear ODEs of ECM degradation
pathway network. Comp Math Mech Medicine, 1-15,1D5924270, (2017)

*Suzuki T, Pierre M and Zou R. Asymptotic behavior of renormalized solution to chemical reaction diffusion systems. JMAA
450 (1), 152-168, DOLI. 10.1016/j.jmaa.2017.01.022, (2017)

*Suzuki Y and Kavallaris N.I. A non-local parabolic equation associated with Gierer-Meinhardt system Nonlinearity NON-
101571.R1 (2017)

Gallinato O, Ohta M, Poignard C and *Suzuki T. Free boundary problem for cell protrusion formations. J Math Biol 1-45 (2016)
Aoki K, Harada S, Kawaji K, Matsuzawa K, Uchida S and *Ikenouchi J. STIM-Orail signaling regulates fluidity of cytoplasm
during membrane blebbing. Nat Commun. 12, 430 (2021)

*Uriu K & Tei H. Complementary phase responses via functional differentiation of dual negative feedbackloops. PLoS Comput
Biol 17, 1008774 (2021)

*Uriu K, Liao K, Oates C & Morelli G. From local resynchronization to global pattern recovery in zebrafish segmentation clock.
eLife 10, e61358 (2021)

Imai S, Yokomizo T, Kofuku Y, Shiraishi Y, Ueda T, *Shimada I. Structural equilibrium underlying ligand-dependent activation
of B,-adrenoreceptor. Nat Chem Biol 16, 430-439 (2020)

Ei SI, Ishii H, Sato M, *Tanaka Y, Wang M, *Yasugi T. A continuation method for spatially discretized models with nonlocal
interactions conserving size and shape of cells and lattices. J. Mathe Biol 81, 981-1028 (2020)

Liu N, *Matsumura H, Kato T, Ichinose S, Takada A, Namiki T, Asakawa K, Morinaga H, Mohri Y, De Arcangelis A, Geroges
E, Nanba D, and *Nishimura EK. Stem cell competition orchestrates skin homeostasis and ageing. Nature 568, 344-350 (2019)
Fujimori T, Nakajima A, Shimada N, *Sawai S, Tissue self-organization based on collective cell migration by contact activation
of locomotion and chemotaxis. PNAS 116, 4291-4296 (2019)

Shigetomi K, Ono Y, Inai T and *Ikenouchi J. Adherens junctions influence tight junction formation via changes in membrane
lipid composition. J Cell Biol. 217, 2373-2381 (2018)

*Tanaka G, Dominguez-Huttinger E, Christodoulides P, Aihara K and Tanaka R. J. Bifurcation analysis of a mathematical model
of atopic dermatitis to determine patient-specific effects of treatments on dynamic phenotypes. J Theor Biol 448, 66-79 (2018).
Magi S, Iwamoto K, Yumoto N, Sako Y, Takahashi K, Kimura S, and *Okada-Hatakeyama M fttl. 7 44 . Transcriptionally inducible
PHLDAT1 attenuates ErbB receptor activity by inhibiting receptor oligomerization. JBC 293, 2206-2218 (2018)

Kamino K, Kondo Y, Nakajima A, Honda-Kitahara M, Kaneko K and* Sawai S. Fold-change detection and scale-invariance of
cell-cell signaling in social amoeba. PNAS 114, E4149-E4157 (2017).

Yamanaka S, Murai H, Saito D, Abe G, Tokunaga E, Iwasaki T, Takahashi H, Takeda H, Suzuki T, Shibata N, Tamura K,
*Sawasaki T. Thalidomide induce teratogenicity via the cereblon neosubstrate PLZF. EMBO J 40, 105375 (2021)

Furihata H, Yamanaka S, Honda T, Miyauchi Y, Asano A, Shibata N, *Tanokura M, *Sawasaki T, *Miyakawa T. Structural bases
of IMiD selectivity that emerges by 5-hydroxythalidomide. Nat Commun. 11, 4578 (2020)

Kido K, Yamanaka S, Nakano S, Motani K, Shinohara S, Nozawa A, Kosako H, Ito S, *Sawasaki, T. AirID, a novel proximity
biotinylation enzyme, for analysis of protein-protein interactions. eLife 9, €54983 (2020)

Uematsu A, Kido K, Takahashi H, Takahashi C, Yanagihara Y, Saeki N, Yoshida S, Mackawa M, Honda M, Kai T, Shimizu K,
Higashiyama S, Imai Y, Tokunaga F, *Sawasaki T. The E3 Ub-ligase MIB2 enhances inflammation by degrading CYLD. JBC
294, 14135-14148 (2019)

*Fujita T, Kozuka-Hata H, Hori Y, Takeuchi J, Kubo T and *Oyama M. Shotgun proteomics deciphered age/division of labor-
related functional specification of three honeybee (Apis mellifera L.) exocrine glands. PLoS ONE, 13, e0191344 (2018).
Nemoto K, Ramadan A, Arimura G.I, Imai K, Tomii K, Shinozaki, K and *Sawasaki, T. Tyrosine phosphorylation of the GARU
E3 ubiquitin ligase promotes gibberellin signalling by preventing GID1 degradation. Nat Commun 8,1004 (2017)

Narushima Y, Kozuka-Hata H, Tsumoto K, Inoue J and *Oyama M. Quantitative phosphoproteomics-based molecular network
description for high-resolution kinase-substrate interactome analysis. Bioinformatics, 32, 2083-2088 (2016).

Johmura Y, Yamanaka T, Omori S, Wang T, Sugiura Y, Matsumoto M, Suzuki N, Shimizu E, Ikeda K, Arita M, Sugimoto M,
Nakayama KI, Furukawa Y, Imoto S *Nakanishi, M. ﬂﬂ 84 6% H enoly51s by glutammoly51s inhibition ameliorates various
age- -associated disorders. Science 371 265-270 (2021)

Macehara K, Handa T, Harada A, Sato S, Nakao M, Goto N, Kurumizaka H, Ohkawa Y, *Kimura H. Chromatin integration labeling
for mapping DNA-binding proteins and modifications with low input. Nat Protocols 15(10) 3334-3360 2020
Yoshioka-Kobayashi K, Matsumiya M, NiinoY, Isomura A, Kori H Miyawaki A, *Kageyama R. Coupling delay controls
synchronized oscillation in the segmentation clock. Nature 580, 119 — 12 (2020).

Hanawa K, Itoh Y, Ab Fatah M, Takeshita K, Kubota S, Tachikawa M, Iwasaki K, Kohda D, Kitao A, Shimada A, *Suetsugu S.
L 9 4 Phagocytosis is mediated by two-dimensional assemblies of the F-BAR protein GAS7. Nat Commun 10:4763 (2019).
Yasui M, Hiroshima M, Kozuka J, *Sako Y, and *Ueda, M. Automated single-molecule imaging in living cells. Nat Commun
9,3061 (1-11) (2018).

Hori Y, Otomura N, Nishida A, Nishiura M, Umeno M, Suetake | and *Kikuchi K. Synthetic-molecule/protein hybrid probe with
fluorogenic switch for live-cell imaging of DNA methylation. J Am Chem Soc 140, 1686-1690 (2018)

R—IL_X—% http://math—signal. umin. jp/



