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FMEFNREOERICHLTIRELIES T LA DERE (T, HIKIRFEDELOED
ER-BRICEDENDIEELGRETHD. AMRTOAD VTR, BYMAREEICEE
LIEIS 9 5% . EE>Mlary T —o>MIR>DF 7L >/ LEROEREEL
NERETHMEEMFIEOTHLNZT 5, COBMNZTERT H=-OIZ. BAERFES
CEDHRTEADHEERE BHT S ENARELEI VTIVEET LM THLRY LR
BREAWERLANILOBRZ@®MELT. 7/ LARZ ELF. BEEYR. X TEHER
F.MRMER. ARMHZRE. SHREFEEEASHOELBTETS, Sol2. Fontk
MEDEELEZE. ETIVEREBHERNTHALAICT S, BAELRILTY / LEHRBDOHAE
BRIABRG. DUTIVGETILVENERANLILICLY . SEBYMTEERIREL. &
DERREDMRER YD —OHMERE T DBEHRIBDRRBAZRIEEICT B,

AFETIFHENFRTIE, SHRECEVERRELT. D FLANILNGERRFITORL
WHAENMTHONTWS, ChoDRREN—HNEL>THREDT—VZMEATHEEEAM
ELETEZ2a—0ON(A DS —RRFAIERIL. KTODHMEERITT S, KTOVTY
Ml £EHZEROB (MBI TIX6RATH>1-A . IRAFHD—BOREEZRLH1-HIC
FpL 25 FEUBRENFRICEREL-BRDEBEEHITAN—ITMAT) . #KEEDFiE
FH1RDHEEL. FATHN—LENGVEESFOE-AENENNCEI1BS MY
B, FVERBOMBRICEALTHAREROARZEREATIATHEAREZEENENT
—L)—=F—¢FB2DODYTT—IEHREL. ARAAVN—DHRRREHES D, FE
REREZVY—FT7IREIUMNI EFRREZBIAREISHRAL. EFMMEELOES
ERRIBAT-MEEDNFEIEIAMETAT 5.

25 FEL AFEAREHEET HELDIT, SOICHELGHARMEZRIET D, FRIFFHELT
D FREEEERFETOCHREE D FORBIT. EADFAHOHAHRD-HIZRRAICLET
HAEDFRMBEERBINEE. VI/ A AT F M —ZBHET D, 5KiKT 25 FEXFE
TICBREATETIHNT. 26 FELURIHMERE (BLHAREBLEVF—FT7UREUD NG
BZEC)DAHZTHEL. BELEEEZERALEMBITZHET D, 27 FEETITRVYOR
RHENMOHRBEDLGCHZRBORHE. RRTIERABIVEREETF FHIESFO
RIEZEITITL. 28 FLURE D FLAL-BELARLDADZ A LEERBEDHAENEFERE
S, T—ULavT L UROO LEBERMEL. BRERDDELLIT FERR WXFE
REFTEICTVD. AERROREIZHZ DS,

(2) B ZeHEHE

FREAXZEIZERICEVTEYZ - AHHZICHERTIMAREN AR THEDT—I%F
fRBAT A EZEMNELETMEZ2a—ON/A O —mEfFRIZRIL. ATODHRERK
LTS HIRRRE L. AARFTOMRRUHKEEEELLT. AT INERD
HIEETS. TRZEO. BEIZHD102DEEHENREIRETRLLT, TOPIIH
BET D, SOHIZHBEAREEAOAERE 2L/ EEHIARELL T, XRAAERETS. #
Boa—ANAAAC—HEFRICEVNWTATAS I IMNIEHAIMEE (51128) IFLTD
BYTHE(BARBORESEIZOVTIX.T10 BAIRTACIIMNISMITHELHME
EIZEH)

RIEMES -k BTHEL (EIFHEDFHR 24R)
FREAEE AR B (EIZHEYMER HR)
FREMRE AZKE (BEIFHEYFER HiR)
FEREKE SHIEZ CEIFHEYMFER HR)
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REFERE AN EIZHEYVER HR)

FREHAEE M EH EIZHEYER HR)

FREMRE BDEF (EBIFHREYFER HiR)

FREMRE FEEBIER (EBIFHMEES FILFR HiR)

FEMERE REMZNCGEI2HEYMER A5IR)

REMRE REEZFEIZIEYER EE

FEERRIMARE DPHRRN(RRRFERPHRER £R)
FEERAIRE BOFH(EERIRFRZREGEZHRR &%)

ME=21—ONAAOPC—MEFRTIE. XRERBAMEMER Ed- BRI FEREL
RREOKRERELZBBHICS—F - FUREIVMRA) . BT EEZMEBLE-BEFAEESF
ELHZEE (PD)ICERAL. RTODHRERAICHET HEREFIC, EMMELELREZE
BREA-HAEEYREEEIAMZERL VS, REEDIELTERERERE. RA U
PD DAHUL. FRk 25 FE BLBERERFRESA (N2EL4 N BAREMIRESFHIHARE
DC IZ#£F) . RA6%&  PD14 . ik 26 FE IELFRBERZRE 1148 (N3EH A KRFEM IR
EL4ERITRITE DC ICHRE) . RA7R . PD14&., Tk 27 EE ETERERFRET7SR (N2
ZHABARZMIRERIFAITAZFTE DC [THRA) . RASH . PD14 ., i 28 FE B HEEX
FhRE6L (N2 B AREMIREREFRIMERE DC [TIRA) . RA4AE  PD14& ., i 29 £
E - BIBERXERELIL(R2E N BRZMIRESFAIIRE DC IZHRA) . RA24 . PD
14 ThH-of-=,

PDEEIURADSMIZLY . ARENEMITENICHET HIEN TS, 113 AEHEK
DRFUNEBH LM ZLDEESHR. AXHEROEFEEEOHEEZNPD RURAKRAE
THAZEIZHEZDEENTREIN TS, BV URIDDILIZENTH, RA EHAEICKSHH
RIHMENGIN, FREFREN TON-, IRF—LEOEEIL. BENGE T4 XAy 3
VEBLTERGHRMANMITHOATEY . ZLOXRARDORENEANESR. BFESR
THRRIN, —BORRIIEMHBXELTARINTNS, IEXEARFIELT. HEXE
B(FIU9ZAIL-REY D) E—R2ERALTHEIODCIIMEED . SHICHEREIOVTAT
RHEERBOBEN. ARFAOEZEICHT I FHRELTELL. ABEAEITOD I
DFEITEZZ DEHZEEHE L=,

(3) MM 5% - B iR 5F

AFETOCIHRE. BFERF14BETEICITOATEBY . IETOSIIMDS5L ., #
INERIERIEEDORRELEX7BEZRANTITOA TS, FERZ14SEOERKLEE
[£.2,888 m*, 75 EEDFERALEIEIX 175 m* TH S,

MR EEL T, R 25 FEICBiacore B FREMEEERBHEEIENILI /A A—DTF
AP — 1A BRESN BIRITTAODIIMIFRSNA TN D, FEEDTH 25 FE~TH
29 FE D ARFEIEIE. [Biacore 7 FRIFBAEEAEITEE IH 1513 BFfE. TILI /A A—D
TFIA4H— 10 760 B TH 1=,

(A EBRRDOME XTR.13RV14HETIRBIZIZITHEES * 2432,

TRk 25 FEBBMO AR IEEEICATOCIIMNRIRIN=CEEZIT T, F
B25F8 81 BICHMAEZ1—ONAAOS—ERERILILT. IEEHAELTET -, F=
ATODIVMOBHFERIC. FEARFEIZHAEYERICH-ICEEL-BEERES B TL
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NILDENVREINEHEEITOTLSHENIEMHY . FIF-LAFEORATEALTH
REREEAL,

BTEAFILELG>TEH TSN - HRBERDIELEETT L7/ LHIEHEEE DK TIE., *
HABFR Dl [CEEMABHERRAA—D T ICEY  EDHBRDMIBREFEEH
Z55ER%151- (Oonuma et al., Dev. Biol. 2016), *EF MBI ERBIEAA—DU T %A
HEDODET. KBATH-REBEICKEZLGESZHEHT IMEEEEZHELNICLE:
(Hosokawa et al., 8th International Tunicate Meeting, 2015), 512, *BIGF/ VIR I ke
A HIRERFMAEDOE T HEOHMED M EFIZIEL. IR D EEEZFIFAL -
(Wada et al., 9th International Tunicate Meeting, 2017), *fH§{Z 2 D ZHREICEHIEE
IR HIEI R F EL THEF Y420 RNA (miRNA) Z 5 R L 1= (Daido et al., Dev. Bio/, 2014) , *7=Y
F/LP0EEFIOE—4S4—DREHTIEL ST MNETL (Yokomori et al., Genome Res.
2016) . ¥ RV ZRAWVIREGEICEADL L EGEFLAERBOEZERN L. EHEYDIEERR
BROERICEFIMEEZETC. AVIANTFREN—IL—REDHERMEIZELY.,
Nature 55(Z3RXE FE R LT=(Abitua et al., Nature 2015), SHIZ, BREKZDAIERELS
EDHRMBICEY  F RV ESETFLEHBYOREBREICE L EGCFERHERDOKXTE
BN, BEEFOEVEILNAELSHMINEHIFYMOELICEVWTEELGEREZE
£ D2 &% RLUT=(Hu et al, Nature Ecol. Evol 2017) , Ft= ¥MAKL NIV TY / LERETE
5#LLVAETHS CRISPR/Cas9 iEZFBAL . MFADEMLICEAHLLELEFDHEEZHS
MIZL7T=(Daido et al., 18th International Congress of Developmental Biology, 2017)

ABEDFILEES>THEDO TS EEREADEGDEHFEAN—_XLDOWAETIL, EREE
BETILEMICAVDWTERLEZFLLVEEEIGRRICOVWT, RBEEOEELES FER
BICESDETEGFOREEIT Oz, BEMEEREMARDRY)—=27& DNA (9B 7L
AFEMTIZINA . RNAI 5475 —% AW :-EEEGFDORERLEEITUV. B HAEEITE
G B=HITHEBELGHBOMB AN T—0ED F AN X LE R FELI=(Ohta, Ujisawa et
al., Nature commun. 2014; Sonoda et al., Cell Rep. 2016), CNHDWZEIL. H#ILEEE I
DRZRFEMOOIRFES-AETHY . TR FEEBRYNIT—IIEIRMNTHT1=. TDI=H. K
MEXBLCTFRELGA AR YT =00 FRMUENR DH o1,

UEDESIZ. ATODI UMD RITIZEY ., SEIFHEFHLOERLHY . T
DEAIZHEIILz, oD R E, Fik 29 FEETITFELTW:-RBTZEAT. TORXRD
ERFEICHEATNAMENNKONHEHIEMN L ERELELTIE, ETEENEEZLND,

<EBN-RENEN>I-m>

BFICBN-RENEA S ERELT MERKREOBTELIE. RVvEAVVREREREM
BRROEIHIL. BHEYOENREROERICEERSIHLOLVERICE -, COMERK
RIF AV ITHIWZTRKEN—JL—ROPET I —TEHET Nature FEIERXFEREN
= (Abitua et al., Nature 2015) , XA D EJEFEN LR TEZ DG CHFERIBOETFEEDE
RIZHL DML RTHY . FEESK(BH. ER. #F. BRGE) . 1V3—vbk. FVF
(BRI FM %351 38 By G ETLCRESN, REZTATS,

F+ATHEFERIAEEDPIHALSOERMAEICLY . "V S/ LFDEERFITOE
— A —HF BRI IEL T TBHEVNS RV EETIVELIZ S/ LAREREHETIHE
NEON. T/ LBZDBFDON TOY—FILTHS Genome Research Bl ERINT-
(Yokomori et al., Genome Res. 2016) .,

— A ARLCDOBRBDERERETIEANDBEREZET IVELI-ETTIX. 220 FELGEH
S ENFELNT-,

BAEMIZE, OER HAERERLHESNTWVERE- 2 —OVANEEZ AL, ZDIER
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GRS LT ANDEEERBREE LS ERELTILISE LT HEVNSERRTLAL
RO ot CNETIC. IMDEBEM M- BEILICEAHLLIDFELT, E—FaviirnNg
BEHMHMLN, B2OMEOLRIILTORITHNERL TS, LHAL, KRN, FEEL
ABREZ 2 —OVHBEEERAL. FO-1—OVALVRAYVERBTEHILET. BEEIC
BEMNITE£E IDEREMEEEFSELEVSHLWVERETILOEIHICE -, COER
. HUFRELEVLDTH =10, TDRREIX Nature communications FEIZHEEIN
(Ohta, Ujisawa et al., Nature commun. 2014), $TEI& 4K (BAE . EF. P, BEHELGE) S
A8 —2yh, TUECHESNT=,

POSVEDDFENDEELMERRIE. QXEEBELICEVNT, B FNEHDEERE
Za—A EFIETEENS BF-HRBREID I —FN\VIDVRTLDERTHD, CDK
R I&. Cell Reports 35 im X H B E EH.(Sonoda et al., Cell Rep. 2016). $iE (M F #E) OT
LE (NHK —a2—X) T#HEIh 1=,

ZDMh, BENMELTEIHEMERERAWV-ARTIE +ZXETINKERICI0OFELU L
DRBIZHIHSDTAHRAAKDEFEARATEBREFTEEIAN_XLOERICHIT-KR
EECFRABITNTTOA. COBEICHASIAEMEECFHILIBESN-. COKE
[X. Scientific Reports 55|25 X H 5ES(Gotoh et al., Sci Rep. 2017), FTEI &R (HFE .
Ef. A, B M EIM LR BRI T EHRELGE) DA F—RYbTRESNT,

<GRE&EF2 R >

FICREELGOEREGHBREEV 2HEOXRMARDERELS. ZDFEEHEREX
FRHERL. FERXELTERICERINTVS FEREROAERRELLZ LN, Ch
bHEE. FEERXICELOTHRRBEZITOTETH S,

< B 2l O R MG R &t itk >

EHEECLICHEFRDOEIRAEARRREFTEO-ERBEEEER L FREHR
RE-FARNMRELAETHCHMZRE Lz, BIREZBPDOHFULOR—XTHE
BLTWLWAY, HEHARDITRILOERRAER SN, TOD Y ML YEFESH
FEREOFERBERE <. DIRMICERSNATEY ., RA, PDDEHRELHARMERIC
BhATEY., dERMRLRFTHL LML,

FEHREE (FEXP) TEVWTK, ERBESEEMH/ICEML T, dFHEzM <
EELIT BERSBBHENERET S0 T« THRELEBERESICEVLT. #
RRKRENTOO ) FOEBKROHRERRRKTEHAL. XA, RAL PD DA -
EHFOBEBENTHONA TS, ChFET, HICHERFOEAEELZL, 8. FRBES
. EESFOE - 2 - RAIKXRFFOHMEREICHLECEM[ML. IRTOD ) bDFE
BIREDLARK - AIREICEH TS,

<HMER (55 =) 5TAM D R R &tk >

ATODx) FMEET AEGHFOELIHFCHELCHREELSHY . F-ABEE
CHLEETRBLEEVERZLOFINOMREILZN LB INEFMEERIC L S5
M ERE L=, SEEHETIL. 5 ODFHEIRER [ 1) HIERARDFEMBIMAIE. KRk
MR, 2) HARFEOESH KR, 3) Bl - EERKSH. 4) #HREFD. 5) BRG]
22OV T, 5Kl (RER5R) OREFMERETSELLIC. BERELUMEER
. BEHRE. IR T —YHE. FRESEFORFRENE D LISFHANTHON IR,
FTRDEEN L CHon HRAMICHTELZMHUMEDZT VA /30 FDHIHHEMR
ARLNTND EDFHIER Tz, T, KFEREVORI RV B EDEFHRENERIC
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HEZEDLIFEAIDEREINATNESZ LIV TEESFHE ST,
Jaoxy hEi# (2013~2015 ) OMERFHMETE, £LEEB1) ~5) OFR

RENTN. M. 46R. 46R. 4R 4L6RTH-=DITHL, TP FEF
(2016~2017 ) DOHEBEFETIEO R, 46 2. SR, 4.6 R, 46 RTH o=, HI

FONMEFBICHE OV THEROEHENLLERMEN - THEEFE GEER. T3+ —.
FEEBEZE) ] QIEBICDOTH., TORDAHBESCHREREE - aRE - — RS
EXRRICLIZEBEBAORYMAA. FEEA T4 7ICLKIHMEEBENTE S, JODx
U FERFONEEHE TIIMMDIER L ERRICE VL EFHESE ST,

JOo2 ) FRTFEOAEBEEICE VT, SEOEFLLT. EELRALASO T FA
—FOPDDRDARS L a VBB HEENLEITFLNT W=, 7O FARZELTPD
ZHH-EHELTE, 2017 F£ 7 AlIcZa2—3—Y CHESA-BEESEIZCBWNT, &
FHRBEFRREZZEL. 2018 £ 4 BICH VT RAMIKEMREE (B ITHEA
SNtz - FRFHBESZRY ANT-HAREL T, * ARELGICKHHAZMDIER
EFHICOVWTEERTE & RERIE D ZHk M Z EEERIICHEN L =% (Okahata et al., J.
Comp. Physiol. B 2016) %>, KZZ#hih & L= *xHBERIZCEIFTAITEY U FaSHEDOE
DT CEA&&ALZ, HABIFRBEFAEVMFRESE—HIVERIDL, 2017) |
BENEDLN, HENFLN TS,

JOoo ) FARBODRKREEZSE 2016~2017 EEDFEN-%I T 55 EPEEE T,

MR TAREEE - ER - BI51 & LT, RFEREHNSUTOIAY FAREN, T
Aoy FRIFRTEONSEMZZ T TCORF 2EFRORY HEANSCFFMINT
WbEEZX DS

(SEREEERE 1] LA/ SGORBEOHERBEICLEDL LT AYAREDOEILICH
LTIEY 2EHEAOERICHE T T EEN S HERFEE TIREAVES TOERGHR
AERRMICHESN- BROEZ DRZTELREICEZT SRFERENBBEL TW
AHICHH T, BERUARE~ADEFE. FUNMFEROEMEZ T TE L, FiRES
BFRAHAESICHRASNIGLEENDEVEFHAEEERICERYI L TV D RITHEICE
9o, Ff-. PRRF TE—MRAITOFERR, LIS —OEELGEDOFHLBEEHMICT
L, REKOHREDERICEM L=, RFRXEIBINTH-EEZX D,

[4\&REFfHZEE 2) Cel |, Science. Nature ¥oFh & DK IKICEBMDABXERET 5
BEBNE-HEREZETFTEY BRI TOMEEBOEEZEBIEMICIT ERED
ENTHD, AIEOFEMBEZICENVT. EF - ZELSMERTEDLS5H—RI Y
ROOLERELEN, RV URSHOLE LTELL DKRERENRERLI-Y . FRE
FHELENDHBEDEELZRBEICIToRY., BADL L DBFEEHICLSEIF—1E
HEE L DFFNTEHNICITHONATEY . BFICEFEEHOVEDTH 1=, LA
ELT. ATOD Y FMIFRILKREHEOAREB A ZIEEEETOHABDIEELR
5 L THICRIFICIThn- LT 5.

(NERFEBER 3] IRELEDQERSHE> 2 FLANILOREHIFERAICE T T, BHT
EREFINITONTVS . ENICEYEA B SN TOEIHAERRILFEI NERAEN
Z< . HAMICR TELFMHBEELS V., RIEELPRENARDOEEEEISF>TY
H2HRT, KHRMODEMIIKREL, SRIE. ZA/FEHEICLYEFTHEZRET S
HEL. SoLHHEZRY . BRS VRDOFEFLEOEERTFZ) —FI 5 L EH
CERE
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<HRHYMRTRORE>

AR, BYMORICH T IEESLIVEERENDERICADLLIELFAN=XLE
LS. ERBIZELTTHRRHRRICB T A EELGT—VICEHOZHAGIDOTH L. RED
MENSBESFMT 6 AD/—RN)VEZEFZEHLELLIIC. EarOERFEE,
H- ARV ABETEEICREINTVS, FIZIE. ABREREBETIEERFRLEDLL
HDEZLHEELUL TSI, ARIDREREREDQRE AR EEGOLHADAERIZE
SOEDEREEIND, A/ LTOS TR TLTHS 10 EL LA ETIMN, F/ LT
[CIFEER KD EBELFIZHEET SO, ThoZFREL. TNODELRFHAI—FT S
AN EDREELEEEZHBMTAILT. REBLDODFRVYNT—VDEIRARIZDL
NHEHFEIND,

AEETHA - BEINEREAERES - 1—ON/AOC—HERBSLURFEAFET
- REFRBARENEAREHOARHEERF EAARTOC I THRON-AERRE
ERLLT.SOICHAMICHREZRE-BEREL. AFOHEHOIMRNEILETHET LT
OIZ. I KREM RISV T4V BEICHETHIFTETHD,

<HARRRDEIREIZNE>

ATODI I CHILISN-HBAEDEE#EICDER R, £ARDREELCEELNED
HEGMIBZINEHIECNDEEDBMETIVELLERBIZ, TNODEEDABEEDH
HICHHFETEHuEMENH D, S . K TIE. 9IMBELZOSE AL, FFWELD
W=EIEROBRHF N RIESNTETCNS, — AT RBIEEMMICIETEYTHLIN. B
MEBEEDEYIEZALEGD, ZOH . BIEIZEVT. 2EHYORBAEYMELTREA
MNEESINTWS, ERIC. AR CTHIISN-REDEEHEICDERREZDMN, KF
RFESHEHR T, BIFEICAIT=IAILRY)—=UFEFIRL TS,

Y DHBREKICETEIAENLIE. REEEBEDOBERICHE-LEREAFERLLILE. TH
LELRRIBERNEONT -, E2. DTG EHEYET ILELTATHERWNV-RAZRIC
BHLMEDZHREOHAENSIT. BREODFEROEHEDOFENAHAFTETSHLLVA
RA‘/ont,

Springer Nature #tAY 2018 & 3 AIZFHZFEKLT- Nature Index 2018 [ZkB. BEGEM
(2012-2017) ICE MEBLMERXEZNEMIZERLTCVIAEHEDS XU THRAKX
ERERNORZOHRTIMIZTVIEINT-, FEAREMERIN-IERELTRFERX
[SIEARTADIIMILDMIDZEENTEY . REZD LS F T ICKECEH LT,

MEITBORRIE. HABELELAMMAEEEDEHKLEF (2016—2017 EEDORHFER
BHH 24 ) AREHIROE 14 AAAREMRERKESECAAEEA RS
(AMED)PRIME iR BTHEEOKREREDZSHDOZEIZLRN TS, KRERENTH
RICHESTEIIREDUNEATHELTRIARE~ADEEZEZIEML ., JHMILTBGEABR
PR ESEHAMAZEEICE 9 A EASA, 11 BB T ORHERGETEEE. EFLHD
MRBEOLETEVHEENT->TLVS,

12 F—J—F(HBEMEABTZIRLTWDEEREDONDLDZ8IER LIATREHL TS
L\O )

(1) wREBKE (2)__ REBEIS (3)_ k=R
(4)  RBE&H (58) LU FIGE (6)__ #EEMF

(7)__ #gRrvbI—5 (8)_  Mui-t#iER
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13 ARRROKR (MARBIXEFLIRKT, IRHPHLET,)
ERI@ICRELEARBERICHETHEDIIE * ZFF L,

<HaEEm >

* Sonoda, S., Ohta, A., Maruo, A., Ujisawa, T., and Kuhara, A. (2016) Sperm affects head
sensory neuron in temperature tolerance of Caenorhabditis elegans. Cell Reports 16, 56-65.

* Okahata M., Ohta A., Mizutani H., Minakuchi Y., Toyoda A., and Kuhara A. (2016) Natural
variations of cold tolerance and temperature acclimation in Caenorhabditis elegans. J. Comp.
Physiol. B 186, 985-998.

*Ohta, A., Ujisawa, T., Sonoda, S., and Kuhara, A. (2014) Light and pheromone-sensing
neuron regulates cold habituation through insulin signaling in C. elegans. Nature commun. 5,
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(2015.12)

EE . BOFERER. KHEPE. AJREE: B Celegans & H = IREEBIAL o M (2 BY
D557 FOREE 538 B A AR AWM TFEFE, F88 FIHARENFTERE AFRIKE,
7 (2015.12)

FEJHZERS, KHPE, KO, SHB, AJRE: #rH C. elegans OIREHIEDZEMEIC
b dBia O~y B 7. 538 [0l H A FAEWFERFS, 588 M H AL KRE
AlFRZ, #F (2015.12)

foE ek, ANHPE, HEAE, AFE: #HR Celegans DIRES R =a—a lBIT 5
I A€ Y —OfFHT. 5 38 [0l H A TAEW FaFa, 8 88 R H ARE(L ke A
K&, 77 (2015.12)

GRIETE, KHPE, FioeiEm, B, AJUE: #RH C. elegans (23 TR 23N IR
SR a—a VT — RNy ZHIET 5. 5 38 (8] H A TAEW RS, 5 88 Bl A
AALFERE BRIKRE, 77 (2015.12)

FIBEEAR, FLER, o=, O, KHEE, AJRE: REEISICRIT DIRE
ZR=a—nr v L PR O 7SS, 5 38 [l B ARy TAEW RS, 5 88 Al A
AT RE AFRIKRS, #77 (2015.12)

KPR, —iEfit, FHAEMR, FT2LEHE, KHEPE, AJE: SEoREESCED 5
GPCREUDIRESZZFARD A 7 ) —= 7 5 38 Bl H ARy FAEMTFRFE. 588 EIAA
FleFaRe AFIKRE, A (2015.12)

H B, fEak, AJRE, KMEPE: Neural circuit of CREB facilitating temperature
acclimation in C. elegans. &5 38 [0 H A%y AWM F o, 5 88 M H AL FARE &
[FK%s, #F (2015.12)

-32-




(B 2)

EANEE 281006

JO I HhEE S1311047

Natsune Takagaki, Shiori Sakai, Yohei Minakuchi, Atsushi Toyoda, Akane Ohta, Atsushi
kuhara: Genetic analysis of cold acclimation system and its plasticity in C. elegans. CompBiol
2015, JR 5 (2015.12)

Misaki Okahata, Akane Ohta, Yohei Minakuchi, Atsushi Toyoda, Atsushi Kuhara:
Polymorphism in the genes responsible for cold acclimation in C. elegans. CompBiol 2015, /i
5 (2015.12)

Makoto loroi, Akane Ohta, Tomoka Inoue and Atushi Kuhara: CREB regulates plasticity of
temperature response in thermo-sensoryneuron of C. elegans. CompBiol 2015, /x5 (2015.12)

Ayana Maruo, Akane Ohta, Atsushi Kuhara: Transriptome analysis of single temperature
sensing neuron that regulates temperature acclimation in C. elegans. CompBiol 2015, JA
(2015.12)

Atsushi Kuhara & Akane Ohta: Temperature memory for cold acclimation of C. elegans. 3T
B8 Btk [5eiEs 4 I XA BEaik, 70 (2015.11)

Akane Ohta, Makoto loroi, Tomoka Inoue, Ayana Maruo, Atsushi Kuhara: Memory
replacement of temperature experience-linked temperature acclimation in C. elegans. 3G £}
A BrEeEk A A A I XA BEREE, AURD (2015.11)

DJREE, FIRIEA, KMy Regulatory system for temperature response in nematode C.
elegans. A AT FEEE 86 MRS RAFT AL VAN, F = VRI T N, Bk
(2015.9)

Tomoyo Ujisawa, Kohei Ohnishi, Tohru Miura, Akane Ohta, Atsushi Kuhara: Temperature
experience-dependent cold acclimation in nematode C. elegans. & 53 [a] H KA B - 4
2, 4R (2015.9)

FAZERS, AKHPE, AKOVEY, BHE, AJRE: #o Celegans AU R IREBIE
DEAEME O BARFHIENT. SCHFEFA Frefirealk [ L5308 ) JERBES, M7
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[BIEAERE, KHPE, ARG WEHEAETY —0n M Z B E Lz 1 50T
== —1 D RNA-Seq fiffr. STEREL A Hrdiiaisl 177 ) 5308 ) JERBESEE, #h
(2015.8)

Atsushi Kuhara, Tomoyo Ujisawa, Tohru Miura, Misato Uda, Akane Ohta: Temperature

experience-dependent cold habituation in C. elegans. &5 38 [B] H A#RELIF KRS, #hF
(2015.7)

Akane Ohta, Makoto loroi, Natsune Takagaki, Atsushi Kuhara: Temperature experience-linked
cold tolerance in C. elegans is controlled by CREB. %5 38 [0l H A E 2 KL, #H
(2015.7)

Satoru Sonoda, Saki Taknaka, Tomoyo Ujisawa, Akane Ohta, Atsushi Kuhara: Tissues
networks underlying cold habituation in C. elegans. %5 38 [A] H AR FLF KL, fhF
(2015.7)

Misaki Okahata, Akane Ohta, Yohei Minakuchi, Atsushi Toyoda, Atsushi Kuhara: Natural
variation underlying temperature habituation speed in C. elegans. % 38 [a] H AR F K2,
5 (2015.7)
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Natsune Takagaki, Shiori Sakai, Akane Ohta, Atsushi Kuhara: Exploring molecular system
underlying plasticity of cold acclimation of C. elegans. % 38 [a] H AKX Rl K%,
(2015.7)

Makoto loroi, Akane Ohta, Tomoka Inoue, Shiori Sakai, Atsushi Kuhara: Temperature memory
for cold acclimation in nervous system of C. elegans. %5 38 [] H AR R AR L, fHA
(2015.7)

Satoru Sonoda, Tomoyo Ujisawa, Akane Ohta, Atsushi Kuhara: Cold habituation is regulated
by the tissue network including neuron and sperm. 20th C. elegans International meeting, Los
Angels (2015.6)

Misaki Okahata, Akane Ohta, Yohei Minakuchi, Atsushi Toyoda, Atsushi Kuhara: Genetic
analysis of natural variations for cold habituation in C. elegans. 20th C. elegans International
meeting, Los Angels (2015.6)

Akane Ohta, Makoto loroi, Natsune Takagaki, Atsushi Kuhara: CREB facilitates a replacement
of temperature experience-linked cold tolerance. 20th C. elegans International meeting, Los
Angels (2015.6)

Natsune Takagaki, Tomohiro Ishiwari, Akane Ohta, Atsushi Kuhara: Plasticity of cold
habituation and isolation of genes involved in temperature experience storage. 20th C. elegans
International meeting, Los Angels (2015.6)
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Daiske Honda, Mayumi Ueda: <Keynote Lecture> Ecological investigation of thraustochytrids
(Labyrinthulomycetes, Stramenopiles). Asian Mycological Congress 2015. Goa, India (2015,
10)

Kosaku Doi, Mayumi Ueda, Seshagiri Raghukumar, Chandralata Raghukumar, Daiske Honda:
Taxonomy and phylogeny of the genus Aurantiochytrium (Labyrinthulomycetes, stramenopiles.
Asian Mycological Congress 2015. Goa, India (2015, 10)

Yoko Hamamoto, Daiske Honda: The assimilation from diatoms by thraustochytrids. Asian
Mycological Congress 2015. Goa, India (2015, 10)

Izumi Iwata, Daiske Honda: Observation of the development of the bothrosome after zoospore
settlement, which characterized the labyrinthulomycetes (Stramenopiles). Asian Mycological
Congress 2015. Goa, India (2015, 10)
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PENTET, NIEE 2, ZREECR, B seR, L2, FIREES T, WIEE: ClpB-DnaK Jii
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ZA4tE 7 X F(GIPC)D LC-MS/IMSIZ L 2 #llE. 55880l H A& P Res, #77 (2015,
12)

Akane Kakutani, Daiki Yanagawa, and Hiroyuki Imai: Immunological analysis of a long-chain
base kinase (LCBKZ1) in Arabidopsis. 6th Asian Symposium on Plant Lipids, National
University of Singapore, Singapore (2015, 12)

Yu Yoshimoto, Daiki Yanagawa and Hiroyuki Imai: Analysis of molecular species of
glucosylceramides from citrus fruits by LC-MS/MS. 6th Asian Symposium on Plant Lipids,
National University of Singapore, Singapore (2015, 12)

Daiki Yanagawa and Hiroyuki Imai: Role of long-chain base kinase in the maintenance of
sphingolipid metabolites when Arabidopsis leaves are treated with fumonisin B;. 6th Asian
Symposium on Plant Lipids, National University of Singapore, Singapore (2015, 12)
BIERES, AL °/1:74 XF AT OREFHEH 1— U UBRAGEHIZ R 1T 5 RS
F—(LCBKL)D#EI. %5 57 [0l A Al A4S, B (2016, 3)

Basha Gutierrez Josep, Martin Frith, Kenta Nakai: A genetic algorithm for motif finding based
on statistical significance, IWBBI02015,15th - 17th April 2015, Granada, Spain.

Ashwini Patil and Kenta Nakai: Identification of pathogen-specific response pathways in
activated immune cells using a systems biology approach, The Biology of Genomics,5th — 9th
May,2015, Cold Spring Harbor, USA.
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Kotaro Shimai, Takeo Horie, Rui Yokomori, Koki Nishitsuji, Kenta Nakai, Takehiro G.
Kusakabe: Piwi and neuronal differentiation in the ascidian central nervous system. 8th
International Tunicate Meeting (Aomori, Japan) 201547 A 14 H (HEH)

Megumi Mukai, Yuichi Hasegawa, Haruka Sugimoto, Kotaro Shimai, Takehiro G. Kusakabe:
Regulation of a hedgehog gene in the central nervous system of Ciona intestinalis. 7th
International Tunicate Meeting (Aomori, Japan) 201547 H 14~17 H (KA & —)

Yuichi Hasegawa, Kotaro Shimai, Megumi Mukai, Yutaka Daido, Koki Nishitsuji, Takehiro G.
Kusakabe: Regional homology of the central nervous system between ascidians and
vertebrates: insights from Pax2/5/8 paralogs. 8th International Tunicate Meeting (Aomori,
Japan) 201547 H 14~17 H (ARA ¥ —)

Takeo Horie, Masamichi Ohkura, Yasunori Sasakura, Takehiro G. Kusakabe, Junichi Nakai,

Michael S. Levine, Masashi Nakagawa: Structural and physiological analyses of a neural circuit

for swimming locomotion of the Ciona intestinalis larva. 8th International Tunicate Meeting
(Aomori, Japan) 201547 A 14 A (HE88)

Kotaro Shimai, Takeo Horie, Rui Yokomori, Koki Nishitsuji, Maki Shirae-Kurabayashi, Akira
Nakamura, Rie Kusakabe, Kunio Inoue, Kenta Nakai, Takehiro G. Kusakabe: A role of Piwi in
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development of the ascidian central nervous system. # 38 [a] H AR AL K4 (F7) 2015
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Yuichi Hasegawa, Kotaro Shimai, Megumi Mukai, Yutaka Daido, Koki Nishitsuji, Takehiro G.
Kusakabe: Expression of the Pax2/5/8 genes delineates antero-posterior and dorso-ventral
domains of the central nervous systems of the ascidian larva. 5 38 [A] H ARl R e (14
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Erika Hosokawa, Natsumi Akazawa, Hiroki Kashiwagi, Yutaka Daido, Atsushi Kuhara, Daiske
Honda, Takehiro G. Kusakabe: Studies on retinal photoreceptor cells in medaka as a model for
studying mechanisms generating morphological diversity of neuronal cells. 5 38 [a] H A%
BYRe (M) 2015427 H29 A (RAZ—)

Kotaro Shimai, Takeo Horie, Rui Yokomori, Koki Nishitsuji, Kenta Nakai, Takehiro G
Kusakabe: Piwi plays a role in regulating cell differentiation in the ascidian central nervous
system. &5 36 [F] H AT LAY FRFE (D<IE) 201546 H 4 H (A5A)

Yuichi Hasegawa, Kotaro Shimai, Megumi Mukai, Yutaka Daido, Koki Nishitsuji, Takehiro G.
Kusakabe: Identification and developmental fates of Pax2/5/8-expressing cells in Ciona
intestinalis. 5 36 [Al H AR A4 FaFE (D<IE) 201546 H 3~4 H (RA&Z—)

Erika Hosokawa, Natsumi Akazawa, Hiroki Kashiwagi, Yutaka Daido, Atsushi Kuhara, Daiske
Honda, Takehiro G. Kusakabe: On the mechanisms that generate morphological diversity of
retinal photoreceptor cells: possible contribution of opsin subtypes. 5 36 [a] H A% A5
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Yutaka Daido, Takehiro G. Kusakabe: Targeted disruption of cone photoreceptor
subtype-specific miRNA genes by the CRISPR/Cas9 system in medaka. 5 21 [B]/N5Y (8 k5 A
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Shota Sasaki, Yutaka Daido, Takehiro G. Kusakabe: Targeted disruption of a skeletal muscle
actin gene by the CRISPR/Cas9 system in medaka. 2 21 [al/NEASEMFZES (RH) 2015 4
9H19H (KRAZ—)

Erika Hosokawa, Yutaka Daido, Hiroki Kashiwagi, Natsumi Akazawa, Shota Sasaki, Atsushi
Kuhara, Daiske Honda, Takehiro G. Kusakabe: A possible role of opsin isoforms in the
morphological diversity of retinal photoreceptor cells in medaka. #5 21 [B]/NUfFENFIE 2 (AR
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Kyohei Nitta, Atsushi Kimoto, Junji Watanabe: Aggregation Properties of
Temperature-Responsive Graft Copolymer with Poly(trimethylene carbonate) Oligo Segment.
250" American Chemical Society National Meeting & Exposition, Boston, MA, USA (2015.8)

Kyohei Nitta, Atsushi Kimoto, Junji Watanabe: Analysis of surface enrichment of graft
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copolymer with poly(trimethylene carbonate) and poly(ethylene glycol) oligo segment. 2015
International Chemical Congress of Pacific Basin Societies (Pacifichem 2015), Honolulu,
Hawaii, USA (2015.12)
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